. Haplotype analysis of families IIS-17 and IIS-28. The regions of homozygosity in affected individuals are boxed. The disease haplotype is boxed in normal individuals. D1S2134, which showed homozygosity in all affected individuals (V-1, V-2 and V-3) and heterozygosity in both parents (III-1 and IV-1) from family IIS-17 during a genome-wide screen, is marked in bold.
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IIS-28
IIS-3 Figure S4 . Sequence conservation of donor splice site residues gt in intron 16 across species and the effect of the splice mutation in family IIS-3. A) Note conservation of donor splice site dinucleotide residues gt in different species (boxed). The changed nucleotide residue g in family IIS-3 is marked by an arrow. B) Note that the G>A change results in the introduction of a premature stop codon tag in intron 16. The exonic and intronic sequences are in capital and small letters, respectively. Codon numbers are shown.
CAG GAT TTA TTG ata aga aaa tgt aga gca ttt 
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4 4 4 4 D1S386 9 9 9 9 D1S2797 5 3 3 3 D1S2874 3 5 5 5 D1S197 6 7 7 7 D1S386 12 2 2 2 Figure S6 . RT-PCR analysis of the STIL gene expression in different human fetal tissues. The STIL gene was amplified by the following primers: forward, 5'-cttaagcaactaagaagccttggag-3', and reverse, 5'-gcctccatgctcaaatccacacca-3'. GAPDH expression was used as a control. RNA from tissues was isolated using the Tri REAGENT TM (Sigma-Aldrich, USA). The 1st-strand cDNA template from RNA samples was synthesized using the Revertaid TM H Minus First Strand cDNA Synthesis kit (Fermentas, USA). Fetal tissue samples were collected at the Kempegowda Institute of Medical Sciences, Bangalore following approval from the Institute's ethical committee and with the consent of the mother. STIL is clearly ubiquitously expressed. 
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